MY Ytiot'J Corroded by tho S'T I C^y :i t (M n 'J Hrnrx:h 




/^/7 I U Ok? CfU" Processing Goto V/<? 7/2''/} 

Sortaf Nurnijor: Oy/tf/^T/h p * EoiuxJ by: AT „ S^^ 

□ Changed a f.Io from non-ASCII to ASCII^ J \f J~ £jj* p ^ VorWocJ by (STIC staff 

| | Changod Iho margins in cases whoro tho sequence toxl was \vrapfrTO" down to tho noxl lino. 

| j Edited a format error in the Current Application Data section. specrficaJIy 



[ ] Editod tho Current Applicalion Data section wrlh the acluaJ current number. The number inputted by the 
applicant was Q Ihe prior application data; or O other 

[ ] Added tho mandatory hoadmg and subheadings for "Current Application Data* 

[ ] Edited tho "Number of Sequences* hold. Tho applicant spellod out a number tnsload of using an mtogor 

| j Changed tho spelling of a mandatory held (the headings or subheadings), specifically: 



|~~] Corrected tfio SEQ ID NO when obviously incorrect. The sequence numbers that wero edited were: 

[ J Inserted or corrected a nucleic number at Iho end of a nucleic lino. SEO ID NO's edited: 

[ J Corroded subheading placement. All responses must bo on Iho sarnie line as each subheading. If tho 

applicant placod a response below Iho subheading, this was moved to its appropnato placo. 

I" j Inserted colons after headings/subheadings. Headings edited included: , . 

| | Deleted extra, invalid, headings used by an applicant, specrficaJIy: 

| J Deletod: Q non-ASCII "garbago" at tho beginning/end of filos; O secretary inrtials/hlenamo at end of file; 

□ page numbers throughout text; □ other invalid toxl. such as . 

f ] Inserted mandatory headings, specifically: 



[ 1 Corrected an obvious error in tho response, specifically: 



Edited identifiers where upper case is used but lower caso is required, or vice versa. 



[ ] Corrected an orror.in Iho Number of Sequences field, specifically: 



[ ] A "Hard Pago Break* code was inserted by the applicant. All occurrences had to bo delotcd. 

[ ) Deloted ending stop codon in amino acid sequences and adjusted the "(A)Length:* field accordingry (error 
duo to a Palentln bug). Sequences corrected: . 

Other: 



'Examiner: The abovo corrections must bo communicated to the applicant in tho first Office 
Actfon. DO NOT send a copy of this form. rvwos 
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OIPE 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/8 76 , 47 8 



I ATE: 06/27/2001 
TIME: 15 : M : 32 



Input Set : A:\ES.txt 

Output Set : N:\CRF3\06272001\I876478 . raw 



54 



6 
8 
10 
> 12 

12 
14 
lb 
18 
2 0 
2 4 

2 b 
28 
jiO 

3 2 
.3 4 
3 b 

3 8 

4 0 
4 2 

; i 

4 h 
48 

5 0 
52 
54 
5 b 
58 
60 
62 
64 
66 
68 
7 0 
7 4 

7 b 
78 
80 
82 
84 

res L 

8 5 
87 

8 9 
90 

9 2 
9 3 
95 
96 



•:1I0 

• .120 
•130 
<140> 

•14 1- 

• 15n- 
•;151> 
-:lhii> 

: 170 > 
2 10 * 
■;2 1.1 > 
O 12 • 
-:2 1V- 
■ :220 v 

*.'2 2 4 :■ 



Ooe 



,pUC 



rc, 



APPLICANT. PoyiRan, John A. 

TITLE OF INVENTION: I nter feron- Suppress i ng Placental Lactogen Peptides 
FILE REFERENCE: 1T01 

CURRENT APPLICATION NUMBER: US/0 9/876,4 7 8 

CURRENT FILING DATE: 2001-06-07 
PRIOR APPLICATION NUMBER: 60/210,082 
PRIOR FILING DATE: 2000-06-07 
NUMBER OF SEQ ID NOS : 16 

SOFTWARE: MS - DOS (] 
SEQ ID NO: 1 
LENGTH: 7 89 
TYPE : DNA 

ORGANISM: HOMO SAPIENS 
FEATURE: 
LOCATION : 

OTHER INFORMATION: hPL(l~28) cDNA 
■;4u0> SEQUENCE: 1 

ctgtggacag ctcacctagc ggcaatggct gcaggctccc ggacgtccct 
gotcctggct tttgccctgc tctgcctgcc ctggcttcaa gaggctggtg 
ccgtocaaac cgttccgtta tccaggcttt ttgaccacgc tatgctccaa 
qccoatcgcg cgcaccagct ggccattgac acctactagg agtttgaaga 
aaoctatatc ccaaaggacc agaagtattc attcctgcat gactcccaga 
cetcettctg cttctcagac tctattccga caccctccaa catggaggaa 
acgcaacaga aatccaatct agagctgctc cgcatctccc tgctgctcat 
cgaatcgtgg ctggagcccg tgcggttctt caggaatatg ttcgccaaca 
acetqgtgta tgacacctcg gacagcgatg actatcacct cctaaaggac 
ctagaggaag gcatccaaac gctgatgggg aggctggaag acggcagccg 
ccqgactggg cagatcctca agcagaccta cagcaagttt gacacaaact 
cgcacaacca tgacgcactg ctcaagaact acgggctgct ctactgcttc 
aggaaggaca tggacaaggt cgagacattc ctgcgcatgg tgcagtgccg 
ctctgtggag ggcagctgtg gcttctaggt gcccgcgtgg catcctgtga 
ccgacccctc cccagtgcct ctcctggccc ctggaaggtg ccactcagtg 
cccatcagcc ttgtcctaat aaaattaagt tgtatcatc 
<210> SEQ ID NO: 2 
LENGTH: 54 
TYPE: PRT 

ORGANISM: HOMO SAPIENS 
FEATURE: 

OTHER INFORMATION: hPL(l-28) signal sequence and secreted peptide, or N-terminal 



50 
100 
150 
200 
250 
300 
3 50 
400 
450 
500 
550 
600 
650 
700 
750 
789 



<211> 
<212> 
<213> 
<220> 
<223> 
dues 

of hPL-3 
<400> SEQUENCE: 2 

Met Ala Ala Gly Ser Arg Thr Ser Leu Leu Leu Ala Phe Ala Leu 
5 10 15 

Leu Cys Leu Pro Trp Leu Gin Glu Ala Gly Ala Val Gin Thr Val 

20 25 30 

Pro Leu Ser Arg Leu Phe Asp His Ala Met Leu Gin Ala His Arg 

35 40 45 



file://C:\CRF3\Outhold\VsrI876478.htm 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/0 9/87 6 , 4 7 8 



DATE: 06/27/2001 
TIME: 15:32:32 



98 £ 
9<» 
103 
10 5 
107 

10 9 
1 1 1 
113 

11 5 
117 
118 
120 
121 
123 
124 
127 
128 
132 
134 
13*i 
138 
14 0 
142 
144 
14 6 
147 
14 9 
150 
154 
156 
158 
160 
162 
164 



Input Set : A:\ES.txt 

Output Set: N:\CRF3\06272001\I876478.raw 

a His Gin Leu Ala Tie Asp Thr Tyr 

50 

2 10: SEQ ID NO: 3 
J 11:- LENGTH: 54 
212:- TYPE: PRT 
213:- ORGANISM; HOMO 
220:- FEATURE; 
223:- OTHER INFORMATION: 
4 0 0:- SEQUENCE: 3 
let 



SAPIENS 

N-terminal 54 residues of hPL-4 



Ala Pro Gl 1 



;ys Leu Pre 



Pro Leu Ser Arq 



Ala His Gin Leu 



Ser 
5 

Tip 

2 0 
Leu 

3 5 
Al a 

5 0 
: 4 



Arg 


Thr 


Ser 


Leu 


Leu 


Leu 


Ala 


Phe 


Ala 


Leu 










10 










15 


Leu 


Gin 


Glu 


Ala 


Gly 


Ala 


Val 


Gin 


Thr 


Val 










25 










30 


Phe 


Asp 


His 


Ala 


Met 


Leu 


Gin 


Ala 


His 


Arq 








40 










4 5 


He 


Asp 


Thr 


Tyr 















- 210.* SEQ ID NO 

* 211 .- LENGTH : 2 8 

* 212 - TYPE: PRT 

-213- ORGANISM : HOMO SAPIENS 
.2 20- FEATURE: 
^223^ OTHER INFORMATION 
<400> SEQUENCE: 4 
Val Gin Thr Val 



Gin Ala His Arq 



O10> 
OH> 
<212> 
<213> 
<220^ 
<223> 



NO 



Pro 
5 

Ala 
20 
: 5 



hPL(l-28) peptide 

Lys Glu Ala Met 
Asp Thr Tyr 



Leu Ser Arg Leu 
His Gin Leu Ala 



Phe 
10 

He 
25 



Leu 
15 



SEQ ID 
LENGTH: 162 
TYPE: DNA 
ORGANISM: HOMO 
FEATURE : 

OTHER INFORMATION 



SAPIENS 

cDNA construct coding for signal sequence and secreted 



peptide of hPL(l- 
165 
167 
169 



28) 

<400> SEQUENCE: 5 

atggctccag gctcccggac gtccctgctc ctggcttttg ccctgctctg 
171 cctgccctgg cttcaagagg ctggtgccgt ccaaaccgtt ccgttatcca 
173 ggctttttga ccacgctatg ctccaagccc atcgcgcgca ccagctggcc 
attgacacct ac 
<210> SEQ ID NO: 6 
LENGTH: 54 
TYPE: PRT 

ORGANISM: HOMO SAPIENS 
FEATURE: 

OTHER INFORMATION: N-terminal 54 residues of hPL-4 
SEQUENCE: 6 



175 
179 
181 
183 
185 
187 
189 
191 
193 
194 



50 
100 
150 
162 



^211> 
012> 
O L3> 
<220> 
< 22 3 > 
<400> 
Met Ala Ala Gly 



Ser 
5 



Arg Thr Ser Leu 



Leu 
10 



Leu Ala Phe Ala 



Leu 
15 



file://C:\CRF3NOutholdSVsrI876478.htm 



6/27/01 



Page 3 of 7 



RAW SEQUENCE LISTING DATE: 06/27/2001 

PATENT APPLICATION: US/0 9/8 76,4 7 8 TIME: 15:32:32 

Input Set : A:\ES.txt 

Output Set: N:\CRF3\06272001\I876478.raw 

1Q6 Leu Cys Leu Pro Trp Leu Gin Glu Ala G.1 y Ala Va 1. Gin Thr Va 1 

1 My 20 2 5 3 0 

Pro Leu Ser Arg Leu Phe Lys Giu Ala Met Leu Gin Ala His Arg 

-co 35 40 4 5 

202 Ala His Gin Leu Ala lie Asp Thr Tyr 

2d 3 50 



2 ( i 7 


•:210 


- SEQ ID NO: 7 










2<' ( > 


:21 1 


- LENGTH: 2 8 












! 2 


TYPE: PRT 










2 1 3 


■:2l3 


ORGANISM: HOMO SAPIENS 










2 15 


■ ; 2 2 0 


FEATURE: 










21.7 


•:2 23 


■■ OTHER INFORMATION: hPL-l(l 


-28 ) 


peptide 






21" 


■:40() 


• SEQUENCE: 7 










2 2 1 


VaJ. 


Tn Thr Val Pro Leu Ser Arg 


Leu 


Phe Lys Glu 


Ala Met 


Leu 






5 




10 




15 


2 24 


GLn Ala His Arg A La His Gin Leu 


Ala 


He Asp Thr 


Tyr 




i ■ > r~ 




20 




25 






2 2 9 


210 


• SEQ ID NO: 8 










2 < 1 


0211 


■ LENGTH: 16 2 










2 3 3 


-.212 


• TYPE : DNA 










2 3 5 


-■213 


ORGANISM: HOMO SAPIENS 










2 3 7 




- FEATURE: 











2 39 - 223 • OTHER INFORMATION: cDNA construct coding for signal sequence and secreted 
peptide of hPL-l(l- 
24D 28) 
242 -;400> SEQUENCE: 8 

244 utqgetgcag gctcccggac gtccctgctc ctggcttttg ccctgctctg 50 

246 eetqccctgg cttcaagagg ctggtgccgt ccaaaccgtt cccttatcca 100 

24 8 qgctttttaa agaggctatgc tccaagccc atcgcgcaca ccagctggcc 150 

250 attgacacct ac 162 

254 <210> SEQ ID NO: 9 

256 <211> LENGTH: 87 

2 58 <212> TYPE: DNA 

260 <213> ORGANISM: HOMO SAPIENS 

262 <220> FEATURE: 

264 v22 3> OTHER INFORMATION: hPL(l-28) 87-mer oligo 
266 <400> SEQUENCE: 9 

268 atggctccag gctcccggac gtccctgctc ctggcttttg ccctgctctg 50 

2 70 eotgccetgg cttcaagagg ctggtgccgt ccaaacc 87 

274 <210> SEQ ID NO: 10 

276 <2l.L> LENGTH: 85 

2 78 <:212> TYPE: DNA 

280 *.:213> ORGANISM: HOMO SAPIENS 

28 2 --2 20> FEATURE: 

284 -.'223> OTHER INFORMATION: hPL(l~28) 85-mer oligo 
286 -^400> SEQUENCE: 10 

288 gtaggtgtca atggccagct ggtgcgcgcg atgggcttgg agcatagcgt 50 
290 ggtcaaaaag cctggataac ggaacggttt ggacg 85 
294 --:210> SEQ ID NO: 11 
296 <2ll> LENGTH: 85 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/87 6 , 4 7 8 



DATE: 06/27/2001 
TIME: 15:32:32 



Input Set. : A:\ES.txt 

Output Set: N:\CRF3\06272001\I876478.raw 



298 -2 1 2 • TYPE: DNA 

3(h) <213 • ORGANISM : HOMO SAP LENS 

3n J • J 20 • FEATURE : 

3<>i -:223 ■ OTHER I N FORMAT ION : hPL-l(J-28) 85-mer oligo 
3<>>> ..:40()> SEQUENCE : 11 

3<)8 qtuqqtqtca atggccagct ggtgtgcgcg atqggcttgg agcataqcct 50 

3 1.ii <M.ttaaaaag cctggataag ggaacggttt ggacg 85 

3 1.4 • 2 1 u • SEQ ID NO : 12 

3U> • J 1 1 - LENGTH : 2 4 

3 1.8 *:2i2> TYPE: DNA fcf jlNUfi L- 

320 <213> ORGANISM: (^ RT I F ICAL^ SEQUENCE 

32 2 ^: 2 2 i.l • FEATURE: 

324 <223 - OTHER INFORMATION: pSH4 - 1 
32b <4(M):- SEQUENCE: 12 

3j8 q.itqttqcctt tacttctag gcct 24 
3 32 • • 2 1 1.) • SEQ ID NO: 13 
334 -21 1 - LENGTH: 24 
3 3»i -.212:' TYPE: DNA ^ ^ . 



350 <210> SEQ ID NO: 14 

352 <211> LENGTH: 54 

3 54 -:212:> TYPE: PRT 

356 -.21 3 - ORGANISM: HOMO SAPIENS 

3 58 <22i.)> FEATURE: 

360 <223 > OTHER INFORMATION: N - TERMINAL 54 RESIDUES OF HGH-1 

362 <400> SEQUENCE: 14 

364 Mot ATa Thr Gly Ser Arg Thr Ser Leu Leu Leu Ala Phe GLy Leu 

3-,5 5 10 15 

367 Leu Cys Leu Pro Trp Leu Gin Glu Gly Ser Ala Phe Pro Thr lie 

368 20 25 30 
37U Pro Leu Ser Arg Leu Phe Asp Asn Ala Ser Leu Arg Ala His Arg 
371 35 40 45 

373 Leu His Gin Leu Ala Phe Asp Thr Tyr 

374 50 
378 :210> SEQ ID NO: 15 
380 <211> LENGTH: 56 
382 <212> TYPE: PRT 

384 <213> ORGANISM: HOMO SAPIENS 

386 <:220> FEATURE: 

388 - 223> OTHER INFORMATION: N - TERMINAL 56 RESIDUES OF HGH - V 

390 *:400> SEQUENCE: 15 

302 Met Ala Ala Gly Ser Arg Thr Ser Leu Leu Leu Ala Phe Gly Leu 

39 3 5 10 15 

395 Leu Cys Leu Ser Trp Leu Gin Glu Gly Ser Ala Phe Pro Thr lie 

396 20 25 30 



C--> 3 38 <213> ORGANISM: ARTIFICAL' SEQUENCE 

34 0 ...J20> FEATURE: ^ 

34 2 -:223> OTHER IN FORMAT ION : pSH4-2 

34 4 -:400> SEQUENCE: 13 

34 6 aactcatcaa tgtatcttat catg 




24 
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RAW SEQUENCE LISTING DATE: 06/27/2001 

PATENT APPLICATION: US/0 9/876,4 7 8 TIME: 15:32:32 



Input Set : A:\ES.txt 

Output Set: N:\CRF3\06272001\I8764 7 8.raw 



3 98 


Pro Leu Ser Arq 


Leu 


Phe 


Asp Asn 


Ala 


Ser 


Le u 


Arg 


Ala 


Arg 


Asp 


300 




3 5 








40 










4 5 


4 0 1 


Leu Phe Asp Arq 


Ala 


Val 


VaL Leu 


Ser 


His 


Tyr 










40 2 




5 0 








5 5 












4 Oh 


<2L0 SEQ ID NO: 


1 6 




















40H 


t2Ll:- LENGTH: 5 6 




















4 L<> 


•212 • TYPE: PRT 






















4 1.2 


•:2L3:- ORGANISM: 


HOMO SAPIENS 
















4 14 


• J20 - FEATURE: 






















4 lb 


■:22 3,- OTHER INFORMATION 


N - TERMINAL 


5 6 


RESIDUES 


OF 


HPRL 




4 1 H 


-:400> SEQUENCE: 


16 




















420 


Met: Asn lie Lys 


Gly 


Ser 


Pro Trp 


Lys 


Gly 


Ser 


Leu 


Leu 


Leu 


Leu 


4 2 1 




5 








10 










15 


42 3 


Leu Val Ser Asn 


Leu 


Leu 


Leu Cys 


Gin 


Ser 


Val 


Ala 


Pro 


Leu 


Pro 


424 




2 0 








2 5 










3 0 


42b 


He Cys Pro Gly 


Gly 


Ala 


Ala Arg 


Cys 


Gin 


Val 


Thr 


Leu 


Arg 


Asp 


4 27 




35 








40 










45 


41! 9 


Leu Phe Asp Arg 


Ala 


Val 


Val Leu 


Ser 


His 


Tyr 










4 30 




50 








55 
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VERIFICATION SUMMARY DATE: 06/27/2001 

PATENT APPLICATION: US/09/876,478 TIME: 15:32:33 



Input Set : A:\ES.txt 

Out. put Set : N: \CRF3\0 62 7 200 1\I8 7 64 7 8 . raw 

L:12 M:282 W: Numeric Field Identifier Missing, • 140> CURRENT APPL1 'AT ION NUMBER: is Added. 
L:320 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM tor SEQ ID8:12 
L:338 M:220 C: Keyword misspelled or ir/alid format, <213> ORGANISM for SEQ IDtf:13 



file://C:\CRF3\Outhold\VsrI876478.htm 



6/27/01 



